JMM Correspondence
Identification and antimicrobial susceptibility of Aeromonas spp. isolated from stool samples of Brazilian subjects with diarrhoea and healthy controls Aeromonas spp. are bacteria ubiquitous to aquatic environments and some species can cause diarrhoea in humans (Horneman et al., 2007) . In this work, 680 stool samples from outpatients with diarrhoea and 300 from healthy controls, from Parana State, southern Brazil, were analysed for the presence of Aeromonas and Plesiomonas. All patients presented with watery diarrhoea, but no blood in their stools; some of them reported abdominal cramps and nausea. Stool samples were inoculated in alkaline peptone water, incubated by standing overnight at 25 u C and then subcultured on trypticase soy agar overnight at 35 u C. Isolates that were Gram-negative rods and cytochrome oxidase positive were tested for resistance to vibriostatic agent O/129 [2,4-diamino-6,7-diisopropylpteridine (150 mg)], catalase, arginine dihydrolase, lysine decarboxylase, ornithine decarboxylase, citrate, gas production from glucose, acid production from arabinose, inositol, lactose, mannitol, mannose, rhamnose, sorbitol and sucrose, indole, by Voges-Proskauer test, for b-haemolysis, aesculin hydrolysis, the ability to grow at 0, 1, 3, 6, 8 and 10 % NaCl, and also with API 20E strips (bioMérieux). Isolates were identified according to their biochemical behaviour in the conventional tests as described by Horneman et al. (2007) and Abbott et al. (2003) , and using Apiweb for the interpretation of the results of API 20E tests. The results are shown in Table 1 . No Plesiomonas were found in these stool samples. However, Aeromonas strains were isolated from 19 samples, comprising 18 from patients with diarrhoea (2.6 %) and 1 from a healthy subject (0.3 %). The Yates corrected x 2 test (P50.02) showed a (Abbott et al., 1998 ) that suggested the sole use of commercial identification systems may not be able to accurately identify Aeromonas.
Conventional tests confirmed that all the 19 strains were Aeromonas and allowed further identification of 13 of them to the species level. Of these, 12 were A. caviae and 1 was Aeromonas veronii biovar sobria. Of the remaining six strains, three belonged to the A. caviae complex, two to the Aeromonas hydrophila complex and one strain was identified to the genus level only. Aeromonas was found in both children and adults, whose ages varied from 1 to 82 years.
The susceptibility to antimicrobials of the isolates was tested by disc diffusion according to CLSI (2005 CLSI ( , 2006 guidelines using the following antimicrobials (from Oxoid): ampicillin, amoxicillin-clavulanic acid, amikacin, aztreonam, cefalotin, cefazolin, cefepime, cefotaxime, cefotetan, cefoxitin, ceftazidime, ceftriaxone, ciprofloxacin, chloramphenicol, imipenem, gentamicin, nalidixic acid, piperacillin-tazobactam, trimethoprimsulfamethoxazole, tobramycin and tetracycline. Resistance or reduced susceptibility was observed for eight antimicrobials (Table 1) . As expected, all the strains were resistant to ampicillin, since, except for Aeromonas trota, which is sensitive, most Aeromonas are uniformly resistant to this antimicrobial (Abbott et al., 2003; CLSI, 2005) . Most of the strains were also resistant to cefalotin (73.7 %), a finding also common among some Aeromonas species, including A. caviae, which was reported to be uniformly resistant to this antimicrobial (Motyl et al., 1985; San Joaquin et al., 1986; Abbott et al., 2003) . However, A. caviae strains MS 07 and MS 12 were found to be susceptible and intermediate, respectively, to this antimicrobial. The response to cefalotin was similar, in most cases, to that of cefazolin. The stool samples positive for Aeromonas were also tested for the presence of other enteric bacteria.
Enteroinvasive Escherichia coli (EIEC) was found together with Aeromonas strain MS 01, and atypical enteropathogenic E. coli was found together with strain MS 12, suggesting mixed infections. However, in the other cases Aeromonas was the sole pathogen isolated, indicating the potential importance of Aeromonas as enteric pathogens in our geographical region. In Brazil most of the routine clinical laboratories do not screen stool samples for Aeromonas; however, in this work we found a prevalence of Aeromonas similar to that observed for some other enteric pathogens such as enterotoxigenic E. coli, EIEC, Shigella and Campylobacter (Aranda et al., 2004; Araú jo et al., 2007) . To the best of our knowledge this is the first report on the prevalence of Aeromonas in cases of diarrhoea in Parana State; these preliminary data indicated a prevalence of 2.6 %, with A. caviae the predominant species.
